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(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Phe Tyr Lys Val Glu Ala lie Val Arg Pro Trp Arg lie Gin Gin Val 

15 10 15 

Ser Ser Ala Leu Leu Lys lie Gly lie Arg Gly Val Thr Val Ser Asp 
20 25 30 
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Val 


Arg 


Gly 


Phe 


Gly Ala Gin 


Gly 


Gly 


Ser Thr 


Glu 


Arg 


His 


Gly Gly 






35 








40 








45 








Ser 


Glu 

50 


Phe 


Ser 


(31 n 


nbp liyo 
O O 


Phe 


Val 


Ala Lys 


Val 

60 


Lys 


Met 


V71U 


Tip 


Val 


Val 


Lys 


Ly s 


Asp 


Gin Val 


J_ LI 


O /-> y 

Oct X. 


v d _L J_ _L fc; 






Tip 


He 


Glu 


65 










70 






75 










80 


Gly 


Ala 


Arg 


Thr 


Gly 
85 


Glu He 


Gly 


Asp 


Gly Lys 
90 


He 


Phe 


Val 


Leu 
95 


Pro 


Val 


Ser 


Asp 


Val 
100 


He 


Arg Val 


Arg 


Thr 
105 


Gly Glu 


Arg 


Gly 


Glu 
110 


Lys 


Ala 


Glu 





























(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



Phe 


Tyr 


Lys 


Val 


Glu 


Ala 


He 


Leu 


Arg 


Pro 


Trp 


Arg 


Val 


Ser 


Gin 


Val 


1 








5 










10 










15 




Ser 


Ser 


Ala 


Leu 


Leu 


Lys 


He 


Gly 


He 


Arg 


Gly Val 


Thr 


Val 


Ser 


Asp 








20 










25 










30 






Val 


Arg 


Gly 


Phe 


Gly 


Ala 


Gin 


Gly 


Gly 


Ser 


Thr 


Glu 


Arg 


Gin 


Gly Gly 






35 










40 










45 








Ser 


Glu 


Phe 


Ser 


Glu 


Asp 


Lys 


Phe 


Val 


Ala 


Lys 


Val 


Lys 


Met 


Glu 


He 




50 










55 










60 








Val 


Val 


Ser 


Lys 


Asp 


Gin 


Val 


Glu 


Asp 


Val 


He 


Glu 


Lys 


He 


He 


Glu 


65 










70 










75 










80 


Glu 


Ala 


Arg 


Thr 


Gly 
85 


Glu 


He 


Gly 


Asp 


Gly 
90 


Lys 


He 


Phe 


Leu 


Leu 
95 


Pro 


Val 


Ser 


Asp 


Val 
100 


He 


Arg 


Val 


Arg 


Thr 
105 


Gly 


Glu 


Arg 


Gly 


Asp 
110 


Lys 


Ala 


Glu 

































(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 





(xi) SEQUENCE 


DESCRIPTION: 


SEQ ID 


NO: 3 


: 








Met 


Lys 


Lys 


He 


Asp 


Ala 


He 


He 


Lys Pro 


Phe 


Lys 


Leu 


Asp Asp 


Val 


1 








5 








10 








15 




Arg 


Glu 


Ala 


Leu 


Ala 


Glu 


Val 


Gly 


He Thr 


Gly 


Met 


Thr 


Val Thr 


Glu 








20 










25 






30 




Val 


Lys 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly His 


Thr 


Glu 


Leu 


Tyr Arg 


Gly 






35 










40 








45 




Ala 


Glu 


Tyr 


Met 


Val 


Asp 


Phe 


Leu 


Pro Lys 


Val 


Lys 


He 


Glu He 


Val 




50 










55 








60 








Val 


Thr 


Asp 


Asp 


He 


Val 


Asp 


Thr 


Cys Val 


Asp 


Thr 


He 


lie Arg 


Thr 


65 










70 








75 






80 


Ala 


Gin 


Thr 


Gly 


Lys 


He 


Gly 


Asp 


Gly Lys 


He 


Phe 


Val 


Phe Asp 


Val 










85 








90 








95 




Ala 


Arg 


Val 


He 


Arg 


He 


Arg 


Thr 


Gly Glu 


Glu 


Asp Asp Ala Ala 


He 
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100 105 110 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 

(C) STRANDKDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 



Met 


Lys 


Lys 


lie 


Asp 


Ala 


He 


He 


Lys 


Pro 


Phe 


Lys 


Leu 


Asp 


Asp 


Val 


1 








5 










10 










15 




Arg 


Glu 


Ala 


Leu 


Ala 


Glu 


Val 


Gly 


He 


Thr 


Gly 


Met 


Thr 


Val 


Thr 


Glu 








20 










25 








30 






Val 


Lys 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly 


His 


Thr 


Glu 


Leu 


Tyr 


Arg 


Gly 






35 










40 










45 






Ala 


Glu 


Tyr 


Met 


Val 


Asp 


Phe 


Leu 


Pro 


Lys 


Val 


Lys 


He 


Glu 


He 


Val 




50 










55 








60 










Val 


Pro 


Asp 


Asp 


lie 


Val 


Asp 


Thr 


Cys 


Val 


Asp 


Thr 


He 


He 


Arg 


Thr 


65 










70 










75 








80 


Ala 


Gin 


Thr 


Gly 


Lys 
85 


He 


Gly 


Asp 


Gly 


Lys 
90 


He 


Phe 


Val 


Phe 


Asp 
95 


Val 


Ala 


Arg 


Val 


lie 


Arg 


He 


Arg 


Thr 


Gly 


Glu 


Glu 


Asp 


Asp 


Ala 


Ala 


He 








100 










105 








110 







(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 



Met 


Lys 


Lys 


He 


Glu 


Ala 


He 


He 


Lys 


Pro 


Phe 


Lys 


Leu 


Asp 


Glu 


Val 


1 








5 










10 






15 




Arg 


Ser 


Pro 


Ser 
20 


Gly 


Val 


Gly 


Leu 


Gin 
25 


Gly 


He 


Thr 


Val 


Thr 
30 


Glu 


Ala 


Lys 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly 


His 


Thr 


Glu 


Leu 


Tyr 


Arg 


Gly 


Ala 






35 










40 










45 




Glu 


Tyr 


Val 


Val 


Asp 


Phe 


Leu 


Pro 


Lys 


Val 


Lys 


Val 


Glu 


Val 


Val 


Leu 




50 










55 








60 










Ala 


Asp 


Glu 


Asn 


Ala 


Glu 


Ala 


Val 


He 


Glu 


Ala 


He 


Arg 


Lys 


Ala 


Ala 


65 










70 










75 






80 


Gin 


Thr 


Gly 


Arg 


He 
85 


Gly 


Asp 


Gly 


Lys 


He 
90 


Phe 


Val 


Ser 


Asn 


Val 
95 


Glu 


Glu 


Val 


He 


Arg 


He 


Arg 


Thr 


Gly 


Glu 


Thr 


Gly 


He 


Asp Ala 


He 










100 










105 










110 







(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
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Met 


Lys 


Lys 


He 


Glu 


Ala 


He 


He 


Lys 


Pro 


Phe 


Lys 


Leu 


Asp 


Glu 


Val 


1 








5 










10 










15 




Arg 


Ser 


Leu 


Ser 


Gly 


Val 


Glv 


Leu 


Gin 


Glv 


He 


Thr 


Val 


Thr 


Glu 


Ala 








20 










25 








30 






Lys 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly 


His 


Thr 


Asp 


Leu 


Tyr 


Arg 


Gly 


Ala 






35 










40 










45 






Glu 


Tyr 
50 


He 


Val 


Asp 


Phe 


Leu 
55 


Pro 


Lvs 


Val 


Lys 


He 
60 


Glu 


He 


Val 


He 


Gly 


Asp 


Asp 


Leu 


Val 


Glu 


Arg 


Ala 


He 


Asp 


Ala 


He 


Arg 


Arg 


Ala 


Ala 


65 










70 










75 






80 


Gin 


Thr 


Gly 


Arg 


He 
85 


Gly 


Asp 


Gly 


Lys 


He 
90 


Phe 


Val 


Ser 


Asn 


He 
95 


Glu 


Glu 


Ala 


He 


Arg 


He 


Arg 


Thr 


Gly 


Glu 


Ser 


Gly Leu 


Asp Ala 


He 










100 










105 










110 







(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:7: 



Met 


Lys 


Lys 


He 


Glu 


Ala 


He 


He 


Lys 


Pro 


Phe 


Lys 


Leu 


Asp 


Glu 


Val 


1 








5 










10 








15 




Lys 


Glu 


Ala 


Leu 


His 


Glu 


Val 


Gly 


He 


Lys 


Gly 


He 


Thr 


Val 


Thr 


Glu 








20 










25 








30 






Ala 


Lys 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly 


His 


Thr 


Glu 


Leu 


Tyr 


Arg 


Gly 






35 










40 










45 




Ala 


Glu 
50 


Tyr 


Val 


Val 


Asp 


Phe 
55 


Leu 


Pro 


Lys 


Val 


Lys 
60 


He 


Glu 


Val 


Val 


Met 


Glu 


Asp 


Ser 


Leu 


Val 


Glu 


Arg 


Ala 


He 


Glu 


Ala 


He 


Gin 


Gin 


Ala 


65 










70 








75 










80 


Ala 


His 


Thr 


Gly 


Arg 
85 


He 


Gly 


Asp 


Gly 


Lys 
90 


He 


Phe 


Val 


Thr 


Pro 
95 


Val 


Glu 


Glu 


Val 


Val 


Arg 


He 


Arg 


Thr 


Gly 


Glu 


Lys 


Gly 


Gly Asp 


Ala 


He 








100 










105 










110 







(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 



Met 


Lys 


Lys 


Val 


Glu 


Ala 


He 


He 


Lys 


Pro 


Phe 


Lys 


Leu 


Asp 


Glu 


Val 


1 








5 










10 








15 




Lys 


Glu 


Ala 


Leu 


Gin 


Glu 


Ala 


Gly 


He 


Gin 


Gly 


Leu 


Ser 


Val 


He 


Glu 








20 










25 








30 






Val 


Lys 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly 


His 


Thr 


Glu 


Leu 


Tyr 


Arg 


Gly 






35 










40 










45 


Ala 


Glu 


Tyr 


Val 


Val 


Asp 


Phe 


Leu 


Pro 


Lys 


Val 


Lys 


He 


Glu 


Met 


Val 




50 










55 








60 










Leu 


Pro 


Asp 


Glu 


Met 


Val 


Asp 


He 


Ala 


He 


Glu 


Ala 


He 


Val 


Gly 


Ala 


65 










70 










75 








80 


Ala 


Arg 


Thr 


Glu 


Lys 
85 


He 


Gly 


Asp 


Gly 


Lys 
90 


He 


Phe 


Val 


Ser 


Ser 
95 


He 


Glu 


Gin 


Ala 


He 


Arg 


He 


Arg 


Thr 


Gly 


Glu 


Thr 


Gly 


Glu 


Asp 


Ala 


Val 
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(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 112 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 



Met 


Lys 


Lys 


He 


Glu 


Ala 


lie 


He 


Arg 


Pro 


Phe 


Lys 


Leu 


Asp 


Glu 


Val 


1 








5 










10 








15 




Lys 


He 


Ala 


Leu 


Val 


Asn 


Ala 


Gly 


He 


Val 


Gly 


Met 


Thr 


Val 


Ser 


Glu 








20 










25 








30 






Val 


Arg 


Gly 


Phe 


Gly 


Arg 


Gin 


Lys 


Gly 


Gin 


Thr 


Glu 


Arg 


Tyr 


Arg 


Gly 






35 










40 










45 


Ser 


Glu 


Tyr 


Thr 


Val 


Glu 


Phe 


Leu 


Gin 


Lys 


Leu 


Lys 


Leu 


Glu 


He 


Val 




50 










55 








60 










Val 


Glu 


Asp 


Ala 


Gin 


Val 


Asp 


Thr 


Val 


He 


Asp 


Lys 


He 


Val 


Ala 


Ala 


65 










70 










75 








80 


Ala 


Arg 


Thr 


Gly 


Glu 
85 


lie 


Gly 


Asp 


Gly 


Lys 
90 


He 


Phe 


Val 


Ser 


Pro 
95 


Val 


Asp 


Gin 


Thr 


He 
100 


Arg 


lie 


Arg 


Thr 


Gly 
105 


Glu 


Lys 


Asn 


Ala 


Asp 
110 


Ala 


He 



(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 



Met 


Lys 


Met 


He 


Lys 


Ala 


He 


Val 


Arg 


Pro 


Asp 


Lys 


Val 


Asp 


Asp 


He 


1 








5 










10 








15 




Val 


Asp 


Ser 


Leu 
20 


Glu 


Asn 


Ala 


Gly 


Tyr 
25 


Pro 


Ala 


Phe 


Thr 


Lys 
30 


He 


Asn 


Ser 


Val 


Gly 
35 


Arg 


Gly 


Lys 


Gin 


Gly 
40 


Gly 


Leu 


Lys 


Val 


Gly 
45 


Glu 


He 


Phe 


Tyr 


Asp 


Glu 


Leu 


Pro 


Lys 


Thr 


lie 


Leu 


Leu 


He 


Ala 


Val 


Asn 


Asp 


Asp 




50 










55 










60 






Glu 


Val 


Asp 


Glu 


Val 


Val 


Gly 


Leu 


He 


Lys 


Ser 


Ser 


Ala 


Ser 


Thr 


Gly 


65 










70 










75 










80 


Asn 


Phe 


Gly 


Asp 


Gly 


Lys 


He 


Phe 


He 


Gin 


Pro 


He 


Thr 


Glu 


Ala 


Tyr 










85 










90 










95 


Thr 


He 


Arg 


Thr 
100 


Gly 


Glu 


Thr 


Gly 


He 
105 

















(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
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Met 


Lys 


Glu 


Val 


He 


Ala 


He 


He 


Arg 


Pro 


Asn 


Thr 


Val 


Ser 


Lvs 


Thr 


1 








5 








10 










15 




Val 


Lys 


Ala 


Leu 


Asp 


Val 


Val 


Gly 


Phe 


Pro 


Ala 


Val 


Thr 


Met 


Ala 


Glu 








20 








25 










30 






Cys 


Phe 


Gly 


Arg 


Gly 


Lys 


Gin 


Lys 


Gly 


Tyr 


Glu 


Glu 


Gly Glu 


Lys 


Glu 






35 










40 










45 






Gly 


Arg 


Phe 


He 


Lys 


Tyr 


He 


Pro 


Lys 


Arg 


Leu 


He 


Ser 


He 


Val 


Val 




50 










55 






60 










Asp 


Asp 


Ala 


Asp 


Val 


Pro 


Leu 


Val 


Val 


Gly 


He 


He 


Ser 


Lys 


Val 


Asn 


65 










70 








75 








80 


Arg 


Thr 


Gly 


Ser 


Phe 
85 


Gly 


Asp 


Gly 


Arg 


He 
90 


Phe 


Val 


Leu 


Pro 


Val 
95 


Glu 


Glu 


Ala 


He 


Arg 


Val 


Arg 


Thr 


Gly 


Glu 


Thr 


Gly 


Glu 


He 


Ala 


He 





100 105 HO 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

Phe Ser Ala Asn Leu Pro Glu He Val Asp He Gin Lys He He 
15 10 15 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 817 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: unknown 
{ D ) TOPOLOGY : u nknown 

(ii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

CTGAAAGTTG TGTTAAAAAA AAAACTAGAA TCATGGCGGC GTCAATGACG AAACCCATCT 60 

CAATAACTTC TCTCGGTTTC TATTCTGATC GAAAGAACAT TGCTTTCTCT GATTGCATTT 120 

CGATTTGTTC TGGATTCAGA CATTCCCGAC CATCTTGCCT CGATTTGGTC ACAAAGTCAC 180 

CGAGTAATAA CAGTCGTGTT TTACCTGTCG TTAGTGCCCA AATATCTTCT GATTATATTC 240 

CAGACTCGAA ATTTTACAAG GTGGAAGCAA TTGTCAGACC ATGGAGAATC CAGCAAGT TT 300 

CATCGGCTTT ACTGAAAATC GGGATTCGAG GTGTTACTGT TTCTGATGTG AGAGGGTTTG 360 

GTGCACAAGG AGGTTCTACC GAGAGACACG GTGGCTCTGA GTTCTCGGAA GACAAATTTG 420 

TTGCTAAAGT TAAGATGGAA ATCGTTGTTA AGAAAGACCA AGTGGAATCT GTAATCAACA 480 

CAATAATTGA AGGAGCAAGG ACAGGAGAGA TTGGTGATGG CAAGATTTTT GTTTTGCCTG 540 

TGTCAGATGT CATAAGAGTT AGGACAGGTG AGCGTGGGGA GAAAGCAGAG AAGATGACTG 600 

GTGATATGCT TTCACCGTCT TAGGAACAAA CAGAGCTCAA GAATGGTTTT TTTTTTTTTC 660 

ATTTCGGTCT CTAGATTCTG CGAATAATAA TGAATGGAGT CTGTGTTTGG TTTCATGTTG 720 

AATCGATCAA GATGTGTTTT TAACTGTACA TGAATTATGC AGAAACATCT GTCCTGGTTC 780 

TCAGACATCG AAACTCTGTT CCTAATAAAA AAAAAAA 817 

(2) INFORMATION FOR SEQ ID NO: 14: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 897 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: cDNA 



-6- 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 



GCGGTGTCGG 
TACTGCGAAA 
TGTTTTTGAT 
CACCGCGGTC 
GCCTGACTAC 
AGTCTCGCAA 
TGTTCGAGGT 
TGAAGACAAG 
GGATGTTATA 
TTTCTTGCTG 
TGAGAGGATG 
AATATAGCAT 
AGTATAGCTT 
TTATCCTGTT 
ATAAATAACA 



CCGCTCTAGA 
CTGGGCTTGC 
TTCAGTTTGT 
AAGCGCGTAA 
ATTCCTGATG 
GTTTCCTCGG 
TTTGGTGCTC 
TTTGTTGCTA 
GAAAAAATCA 
CCTGTTTCAG 
ACAGGAGGGC 
TCAGGACTAA 
GATAATTTGA 
GATGATAATT 
AGAAGAGGAG 



ACTAGTGGAT 
TCACTCCTCT 
TTTGTCCAGA 
GATATGCCCC 
CTAAATTCTA 
CTTTGCTAAA 
AAGGTGGTTC 
AAGTTAAGAT 
TTGAGGAGGC 
ATGTAATAAG 
GAT CTGAC AT 
CTGTCCTTTG 
ATTTTTTGTT 
GAAAACGGAA 
TAATGTTAAC 



CCCCCGGGCT 
TCATTCTAAT 
GCTTAGACAT 
CGTCGTTCCT 
CAAAGTGGAA 
AATTGGTATT 
AACTGAGAGG 
GGAGATCGTG 
AAGAACTGGA 
AGTCCGCACT 
GAGTACTTCT 
AGAAAGCCCC 
TTCTTAACTA 
GGATCGCGAA 
AAAAAAAAAA 



GCAGGAATTC 
AACATCAAGA 
TCTCGGTTTT 
GTGATTAATG 
GCAATTCTCA 
CGAGGTGTTA 
CAGGGCGGCT 
GTTAGCAAAG 
GAGATTGGAG 
GGTGAGCGGG 
GCTTGACTGC 
GCCCTTATTA 
AAGAAACAAA 
TTTGTTCAAG 
AAAAAAAAAA 



GGCACGAGGC 
AAGAATTCCC 
CTCACTTTAA 
CCCAAAGCTC 
GGCCCTGGCG 
CTGTTTCTGA 
CAGAATTTTC 
ACCAGGTTGA 
ACGGCAAGAT 
GTGATAAGGC 
TGTGACCAGC 
GCCATTATCC 
GATCTTTTCA 
TGCTTGCAAG 
ACTCGAG 



(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 588 base pairs 

(B) TYPE: nucleic acid 
<C) STRANDEDNESS : single 
<D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15; 



ATGGCGGCGT 
AAGAACATTG 
TCTTGCCTCG 
AGTGCCCAAA 
GTCAGACCAT 
GTTACTGTTT 
GGCTCTGAGT 
AAAGACCAAG 
GGTGATGGCA 
CGTGGGGAGA 



CAATGACGAA 
CTTTCTCTGA 
ATTTGGTCAC 
TATCTTCTGA 
GGAGAATCCA 
CTGATGTGAG 
TCTCGGAAGA 
TGGAATCTGT 
AGATTTTTGT 
AAGCAGAGAA 



ACCCATCTCA 
TTGCATTTCG 
AAAGTCACCG 
TTATATTCCA 
GCAAGTTTCA 
AGGGTTTGGT 
CAAATTTGTT 
AATCAACACA 
TTTGCCTGTG 
GATGACTGGT 



ATAACTTCTC 
ATTTGTTCTG 
AGTAATAACA 
GACTCGAAAT 
TCGGCTTTAC 
GCACAAGGAG 
GCTAAAGTTA 
ATAATTGAAG 
TCAGATGTCA 
GATATGCTTT 



TCGGTTTCTA 
GATTCAGACA 
GTCGTGTTTT 
TTTACAAGGT 
TGAAAATCGG 
GTTCTACCGA 
AGATGGAAAT 
GAGCAAGGAC 
TAAGAGTTAG 
CACCGTCT 



TTCTGATCGA 
TTCCCGACCA 
ACCTGTCGTT 
GGAAGCAATT 
GATTCGAGGT 
GAGACACGGT 
CGTTGTTAAG 
AGGAGAGATT 
GACAGGTGAG 



(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 594 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii> MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 



CGGCACGAGG 
AAAGAATTCC 
TCTCACTTTA 
GCCCAAAGCT 
AGGCCCTGGC 
ACTGTTTCTG 
TCAGAATTTT 
GACCAGGTTG 
GACGGCAAGA 
GGTGATAAGG 



CTACTGCGAA 
CTGTTTTTGA 
ACACCGCGGT 
CGCCTGACTA 
GAGTCTCGCA 
ATGTTCGAGG 
CTGAAGACAA 
AGGATGTTAT 
TTTTCTTGCT 
CTGAGAGGAT 



ACTGGGCTTG 
TTTCAGTTTG 
CAAGCGCGTA 
CATTCCTGAT 
AGTTTCCTCG 
TTTTGGTGCT 
GTTTGTTGCT 
AGAAAAAATC 
GCCTGTTTCA 
GACAGGAGGG 



CTCACTCCTC 
TTTTGTCCAG 
AGATATGCCC 
GCTAAATTCT 
GCTTTGCTAA 
CAAGGTGGTT 
AAAGTTAAGA 
ATTGAGGAGG 
GATGTAATAA 
CGATCTGACA 



TTCATTCTAA 
AGCTTAGACA 
CCGTCGTTCC 
ACAAAGTGGA 
AAATTGGTAT 
CAACTGAGAG 
TGGAGATCGT 
CAAGAACTGG 
GAGTCCGCAC 
TGAGTACTTC 



TAACATCAAG 
TTCTCGGTTT 
TGTGATTAAT 
AGCAATTCTC 
TCGAGGTGTT 
GCAGGGCGGC 
GGTTAGCAAA 
AGAGATTGGA 
TGGTGAGCGG 
TGCT 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
897 



60 
120 
180 
240 
300 
360 
420 
480 
540 
588 



60 
120 
180 
240 
300 
360 
420 
480 
540 
594 



(2) INFORMATION FOR SEQ ID NO: 17: 



(i) SEQUENCE CHARACTERISTICS s 
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(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Other 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17 
GCAAGATGGT CGGGAATGTC 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Other 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 
CGACAGGTAA AACACGACTG 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: Other 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19 
GGTCTGACAA TTGCTTCCAC 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Other 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20 
GAAACCAAAC ACAGACTCC 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Other 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
CCGAGTAATA ACAGTCGTC 



